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Associative Transcriptomics pipeline
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AB pan-transcriptome reference
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Diversity panel, markers and traits

* 151 B. juncea accessions used for AT

* 101 Indian accessions, 6 Australian, 13 Canadian, 6 Chinese, 19
European, 6 resynthesised

* 171,196 SNPs with minor allele frequencies > 0.05
* Significant expression detected for 48,975 CDS models

* Traits measured in India field trials — architecture, yield, phenology,
seed size, oil content, tocopherols
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Population structure correlates with many
important traits
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Seed quality in Brassica juncea
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TSW in Brassica juncea

| Key regulator of endosperm nuclear division TTL
« Seed growth mainly coupled to endosperm and

integument growth

« Early endosperm development involves nuclear
division without cytokinesis, producing large,

o multinucleate endosperm cells.
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Predictions showed 1.7 fold weight
difference between single SNP marker
alleles (p=0.004)
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TSW in Brassica juncea

1 3 5 7

| O ! A el O e |
= =
w -

-1 TSUW
o -
————e
o _|
o : Seeds_Pod
a
o -

Pod_Length

Pods

Primary branches

30 35 40 45

Pet_0il

w
R
I
@
-

i
1.3 5 7 8 12 16 2

7 CNAP

Centre for Novel
Agricultural Products

S 10 15

T T T T
30 35 40 45

30 35 40 45

500
450
400
350
300
250
200
150
100
50

Estimated seed weight / plant (g)

®
® ®
@ ®e
@ 2 &
R P
e ® ™
o" Sl e ° _°
.:O,,'. “. ...5 ..‘
JM WrRy s
& e ®
2 3 4 5 6 7 8
TSW (g)

UNIVERSITYW



