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Glucosinolates In Brassica
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MYB28 In Brassica
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MYB?28 Allelic Variation
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Methionine Derived Glucosinolates

Leaf Methionine-Derived Glucosinolates 2016 Leaf Methionine-Derived Glucosinolates 2017
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Sulphur Partitioning
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Glucosinolate Biosynthesis Genes
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CRISPR Mutants
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