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Massive oligonucleotide pools –

>20,000 c. 50-mers = >1,000,000 bp

Designed along chromosome, then 

screened to remove sequences that have 

homology to other sites or repetitive DNA



 A05:12000000-12500000:492740-492787 ATATAAAATTGAGAAAAATGGCAAAAAAGATTATGATCAACTAGAAG

 A05:12000000-12500000:493030-493077 CAGAGACAGACTTTACCAAAAAGCAATAAAAATTAATAAATATCAAT

 A05:12000000-12500000:493220-493267 ATTAAGAAAAAAGGTTAACCTAAATTGGTGGTACAAAATATAATGAA

 A05:12000000-12500000:497420-497467 AACAAATTGGAGAAAAATTTAAACTTATTTTGAGGGAAAATATGAAG

 A01:4000000-4500000:990-1037 ATATGTTGCAGCATTTAATGTTGTCAAATTATATAGCAGAAATATAA

 A01:4000000-4500000:1040-1087 AAAAAACTAGTTGGCAGTACAAATAATGTAACCATAAAAAAAATCTA

 A01:4000000-4500000:1830-1877 ATTTTGTAAAGATGTTGAAGTATGGAATAAACATAAATTCTTTGTTC

 A01:4000000-4500000:2190-2237 TCCAAATGCAGAAAATAAAATATTAATAATGAAACATCCAAATAGCT

 A01:4000000-4500000:3310-3357 CGGACACTATATAATATTGAAAGCAATAAAAAGATATGAATAAATGA

 A01:4000000-4500000:3670-3717 TCCTATAAAAATGAATTATTTGTAAGAAATATGATCACTCTCATACA

 A01:4000000-4500000:4270-4317 AGGTTTCAAGTTATTATTTTAATCTTTCTTTCTACGTTTGTGTTAAT

 A01:4000000-4500000:4540-4587 ATATATATGTATACAATGCGATATTAATTGTCTATTTCCATGTATGT



A oligos to C1

A oligos to C9



Oligo pool
Brassica rapa AA

2 pairs both ends
2 pairs one end



A oligos to A05

A oligos to A04



A oligos to A01

A oligos to A09
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