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Y: 15

no. original.trait.name no.lines candidates trait.from
1 EST. 08/11/2015 240 Y Tom.Wood

2 VIGOUR 08/11/2015 238 N Tom.Wood

3 LLS 1.6 18/03/2016 239 Y Tom.Wood

4 LLS 3.5 30/04/2016 238 N Tom.Wood

5 No. plants with phoma 158 N Bruce.Fitt

6 % cover 131 Y Bruce.Fitt

7 Severity score 161 N Bruce.Fitt

8 LLS incidence (0-10) 92 Y Tom.Wood

9 LLS severity (0-7) 92 Y Tom.Wood

10 Phoma 81 Y Tom.Wood

11 LLS (%) 66 N Tom.Wood

12 PSC (0-7) 77 N Tom.Wood

13 Vert D.I. 74 N Tom.Wood

14 Average of Establisment Score 164 N Peter.Berry

15 Average of Vigour Score 164 Y Peter.Berry

16 Average of Estimated plant number (Plants/m2) 164 N Peter.Berry

17 Average of Pod maturity score (*see key for details) 164 N Peter.Berry

18 Average of Stem canker score (Phoma) 164 N Peter.Berry

19 Average of Sclerotinia % plants affected 162 N Peter.Berry

20 Average of Sclerotinia % of stems affected 162 Y Peter.Berry

21 RLD (cm root per cm3 soil) 82 N Peter.Berry

22 RLD >0.5mm thick (cm root per cm3 soil) 82 N Peter.Berry

23 Diam (mm) 82 N Peter.Berry

24 SurfArea (cm2 per cm3 soil) 82 N Peter.Berry

25 Root mass (mg per cm3) 82 N Peter.Berry

26 Specific root length (m/mg) 82 Y Peter.Berry

27 Establishment 153 Y Kate.Storer

28 Early vigour 153 N Kate.Storer

29 Yield (t ha-1) 132 Y John.Hammond

30 EST_08/11/2015 244 Y Mark Nightingale

31 VIGOUR_08/11/2015 244 N Mark Nightingale

32 LLS_1.6_18/03/2016 243 Y Mark Nightingale

33 LLS_3.5_30/04/2016 238 N Mark Nightingale

34 LLS_3.4_14/04/2016 242 Y Mark Nightingale

35 Emergence 28 N Tom.Wood

36 phoma.incidence (0-10) 28 N Tom.Wood

37 phoma.severity (0-5) 28 N Tom.Wood

38 phoma.area.coverage 28 N Tom.Wood

39 PhomaLS.UH (0-5) 28 N Yongju.Huang

40 Miner 28 N Rachel.Wells

41 Slug 28 N Rachel.Wells

42 Flea Beetle 28 Y Rachel.Wells
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SNP

GEM

Flea beetle 

Manhattan plots. SNP, single nucleotide polymorphisms; GEM, gene expression makers.



SNP

Regression plots with polynomial trend lines. R2, coefficient of determination.
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Flea beetle 
• impacting pathogen response and cell cycle during geminivirus

infection (response to cabbage leaf curl virus (CaLCuV)
infection);

• geminiviruses are a large family of single-stranded DNA viruses
that are whitefly-transmitted.

*

*
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Community resources: 
http://oregin.info

http://www.yorknowledgebase.info/

https://bip.earlham.ac.uk/

http://oregin.info/
http://www.yorknowledgebase.info/
https://bip.earlham.ac.uk/
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